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Summary of Research Experience

I have over five years of research experience at the intersection of data science, computer
vision, and biological systems, with applications in plant phenotyping, tissue image analysis,
and environmental response modeling. My academic foundation lies in physics and systems
engineering, and | have developed strong expertise in applying machine learning and image
analysis techniques to complex biological datasets.

My master’s thesis focused on hyperspectral image classification of switchgrass genotypes.
This work inspired my subsequent roles at the Donald Danforth Plant Science Center and later
in the pharmaceutical and healthcare domains, where | contributed to projects involving plant
image annotation acceleration, nucleus segmentation in histopathology images, and LLM-based
compliance systems for drug labeling. | am proficient in Python-based machine learning
workflows (NumPy, Pandas, PyTorch, OpenCV), with experience developing reproducible
pipelines and working collaboratively in cross-functional scientific teams.

My publication record reflects a strong commitment to open science, reproducibility, and
interdisciplinary collaboration. These experiences have shaped my research interests around
interpretable machine learning, spatial data modeling, and tools that bridge computation and
applied life sciences.
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