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= Sheng, H., Wang S, et al. "MTIA: An open-source python package for systematic multiplexed tissue image analysis" (in preparation)
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. Rong, R., Sheng, H., Jin, K.W., Wu, F., Luo, D., Wen, Z., Tang, C., Yang, D.M., Jia, L., Amgad, M. and Cooper, L.A., 2022. A Deep
Learning Approach for Histology-Based Nuclei Segmentation and Tumor Microenvironment Characterization. bioRxiv, pp.2022-12.
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*  Yu, G, Zare, A., Sheng, H., Matamala, R., Reyes-Cabrera, J., Fritschi, F.B. and Juenger, T.E., 2020. Root identification in minirhizotron
imagery with multiple instance learning. Machine Vision and Applications, 31, pp.1-13.
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